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LOCUS       MF431794                1011 bp    mRNA    linear   PLN 24-SEP-2017 

DEFINITION  Brassica napus myeloblastosis 2 (MYB2) mRNA, complete cds. 

ACCESSION   MF431794 

VERSION     MF431794.1 

KEYWORDS    . 

SOURCE      Brassica napus (rape) 

  ORGANISM  Brassica napus

            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 

            Spermatophyta; Magnoliophyta; eudicotyledons; Gunneridae; 

            Pentapetalae; rosids; malvids; Brassicales; Brassicaceae; 

            Brassiceae; Brassica. 

REFERENCE   1  (bases 1 to 1011) 

  AUTHORS   Mirzaei,A. and Razi,H. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (04-JUL-2017) Plant Breeding, Bajgah, Shiraz 7137855566, 

            Iran 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1011 

                     /organism="Brassica napus" 

                     /mol_type="mRNA" 

                     /db_xref="taxon:3708" 

gene            1..1011 

                     /gene="MYB2" 

CDS             48..833 

                     /gene="MYB2" 

                     /codon_start=1 

                     /product="myeloblastosis 2" 

                     /protein_id="ATD14367.1" 

                     /translation="MADRICHDSMFRSKAEDSDVRKGPWTEEEDAILVNFVSIHGDAR 

                     WNHIARSSGLKRTGKSCGLRWLNYLRPDVRRGNITLEEQFMILKLHSLWGNRWSKIAQ 

                     YLPGRTDNEIKNYWRTRVQKQARHLRCDVNSNLFKETMKNVWMPRLVERINAQTPSPT 

                     YEQVEYMVTDLSQPIEEPNPVEPDFVQFNQNYHCQQQQFVPASDVSATSSNSPAETLS 

                     DVQGGVVNGTVYDPAGQTGLGGFNDWGCVGGDNMWTDEKDEGI" 

ORIGIN       

        1 cttcctgttc tctttcgtac acgcctggcg ccgcagaacg acaccatatg gctgatcgca 

       61 tctgccatga ctcaatgttc agaagcaaag cagaagattc tgatgtacgg aaaggtccat 

      121 ggactgaaga agaagatgca attctagtca acttcgtttc catccatggc gatgctcgct 

      181 ggaaccacat agctcgttcc tcaggactta agagaactgg taagagttgt ggattaagat 

      241 ggcttaacta cttgcgtcca gatgttagac gaggcaacat cactctcgaa gaacaattta 

      301 tgatcctcaa actccattct ctatggggca ataggtggtc aaagattgca caatacttac 

      361 cgggaagaac agataatgaa ataaagaatt attggaggac ccgggtgcag aaacaagcta 

      421 gacaccttag atgcgatgtt aatagcaatc ttttcaagga gacaatgaaa aatgtttgga 

      481 tgcctagact agtggaaaga atcaacgccc aaacaccatc ccccacgtat gagcaagtgg 

      541 agtatatggt caccgatcta agtcaaccta tcgaggaacc gaatccggtc gaaccggatt 

      601 ttgttcaatt taaccagaat tatcattgtc aacagcaaca gttcgtgcca gcctcagacg 

      661 tgtccgcaac gtcttcgaat tcgccagctg agacgttatc agacgttcaa ggaggggtag 

      721 tgaacgggac ggtttatgat ccagcgggtc aaacgggtct cggtgggttc aacgattggg 

      781 gctgtgttgg tggggacaac atgtggactg acgagaagga cgagggaatc tagcagaact 

      841 atttatgagc tttctgtttt atgcattttt tttatataat tgtaatgaat aaaatgactt 

      901 gtgaagttga ggtactctcc ttcataagca tgtgtgcttt gtgtttcgta ctgttgttat 

      961 gtttggatct ttaatatatg aaagactatt atgattaaaa aaaaaaaaaa a 
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